10x Visium Spatial Transcriptomics: RNA Quality
Assessment & Tissue Optimization (TO) Workflow

Customer
Customer o GGBC
GGBC
Additional Information
Fresh Frozen Tissue
Block Preparation
(Sample & TO Blocks)
. RNA Quiality
Sample Blocks —| Assl:smeggaég%ple Assessment: RNA
Block Collection via > Extmction (Q_lag_en
Cryostat Rneasy Mini Kit
recommended)
RNA Quiality
Tissue Optimization Non-Sample Assessment:
(TO) Slide Preparation: < Block (Same ¢ Bioanalyzer Run for
Cryostat Sectioning Non- Tissue Type) RIN
Sample Block
A 4
S!'chfé f}grtzd o 37C Incubation (1 Min)
Weeks > Followed by Methanol
Fixation (30 Min) of
TO Slide
. L Imaging -
Tissue Optimization P A | H&E Staining
(TO) Slide Processing TOBIEETRELLE o TO Slide

system

I

Any Extracted > Permeabilization &

RNA Can Be cDNA Synthesis
Used for Positive

Control Well

Permeabilization Time
for GE Slide Processing
Chosen Basedon <
Fluorescent cDNA
Footprint

Tissue Removal via

Washes & Imaging

Fluorescent cDNA
Footprint




10x Visium Spatial Transcriptomics: Gene Expression
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