
Dual indexing of Illumina libraries - GGF has developed new protocols for 
dual indexing of various library types for Illumina HiSeq and MiSeq sequenc-
ing.  This new technology allows for high order library multiplexing of samples in 
HiSeq and MiSeq sequencing runs.  Inquire for more information. 

N e w  S e r v i c e s  a t  G G F  

Geneious is one of the leading bioinformatics software platforms. The Institute of 
Bioinformatics and QBCG in collaboration with other groups purchased a univer-
sity wide site license for Geneious. 

For more information on the site license and access details please visit the QBCG 
website: http://qbcg.uga.edu/geneious-installation/.  

For more information on Geneious please refer to their website:          
http://www.geneious.com/. Ge
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110 Riverbend Rd., Rm 161  
Athens , GA 30602 
Tel: 706-542-6409 
Fax: 706-542-6414 

http://dna.uga.edu 

N o v e m b e r  2 0 1 3  

B u y  y o u r  D y e - L a b e l e d  S i z e  S t a n d a r d s  f r o m  G G F  

The GGF prepares and sells ROX dye-labeled size 
standards for reproducible sizing of fragment analysis 
data: GGF500ROX (88 to 435 bp) and GGF1000ROX 
(88 to 1016 bp).  

Up to 50% cheaper than competitors. 

Available same day as ordered. 

Check our website for more information. 

G e n e i o u s :  B i o i n f o r m a t i c s  s i t e  l i c e n s e d  s o f t w a r e  

A  s e q u e n c i n g  a n d  
g e n o t y p i n g  c o r e  l a b o r a t o r y  
a t  t h e  U n i v e r s i t y  o f  G e o r g i a  

U p c o m i n g  S e m i n a r  

Cloning and cloning-free long-span mate-pair libraries using 
the NxSeq™ NGS Technologies  by Jason Mayr (Lucigen and VWR). 

Tuesday, November 5th from 3:15 pm-4:45 pm, Coverdell Building, Rm S175. 

 N o  r e g i s t r a t i o n  n e c e s s a r y .  


